
Synnott History: a compendium   Part 1 

Hypotheses on origin – based on DNA evidence 

Although the history of the Synnotts in Ireland is documented for many centuries, if rather sparsely in 

earlier times, their origins pre-Ireland remain a mystery.  Rick Sinnott of Alaska has prepared a report, 

based on DNA evidence as analysed in a number of scientific papers, setting out a range of hypotheses on 

possible places of origin for the haplotype associated with the Synnott family.  Thank you, Rick. 

Following Rick‟s paper is an article on DNA testing, with emphasis on Y-DNA testing at 

familytreeDNA.com.  As DNA analysis is a fast-moving field, the article should be taken as a snapshot in 

time – it was probably out of date even when written.



 

Rick Sinnott  Apr 2020 

DNA is a relatively new and very powerful tool that is becoming increasingly useful to genealogists.  

Geneticists can now isolate DNA from ancient human remains as well as modern humans, and they have 

developed maps showing geographic concentrations of haplotypes (a group of genes inherited together 

from a single parent) and, from those, possible routes of dissemination.  These maps are still in early 

stages of development.  More comprehensive and detailed multi-disciplinary research will be needed to 

confirm, refine or refute them.   

The Sinnott surname is a case in point.  Barring any past extra-paternal events, male Sinnotts, at least 

those whose male ancestors lived in Ireland, seem to share the Y-DNA haplotype known as E-M78.  

Some male Sinnotts have a variant of E-M78 defined by a unique SNP mutation named E-V13.These are 

rare haplotypes in Irish males and are nearly as rare in Great Britain.  Additional testing will likely show 

that most male Sinnotts with an E-M78 or E-M35 haplotype (the haplogroup from which E-M78 was 

derived) are also in the E-V13 haplogroup. 

Due to the preliminary and pioneering work of geneticists, different alphanumeric codes have been used 

for the same haplotype.  This confusion has been partially resolved by convening groups of professional 

geneticists and genealogists to standardize the lists.  However, the genetic and genealogical literature 

remains studded with the older nomenclature, so a brief summary of the changes as they relate to E-M78 

is warranted (Wikipedia 2020a).  Haplotype E-M78 was known as E3b1 before 2008.  After 2008 it 

became E1b1b1a and after 2010 it became E1b1b1a1. Some researchers were using E1b1b1a2 to signify 

E-M78 as late as 2009 (Lancaster 2009).  Haplotype E-M78 is an offshoot of the much older haplotype E-

M35 (which originated in north eastern Africa).  E-M35 was known as E3b before 2008.  After 2008 it 

became E1b1b1.  Amateur genealogists took an intermediate step by referring to E-M35 as E3b1 from 

2006 to 2008.  Haplotype E-V13 is one of several subgroups that have descended from E-M78 

(Wikipedia 2020b).  Currently, E-M78 is a shorthand designation for E1b1b1a1 and E-V13 is shorthand 

for E1b1b1a1b1a, but the longhand names are likely to change as more genetic tests are analyzed. 

Surnames were adopted beginning in the 11
th
 and 12

th
 centuries; with rare exceptions, they cannot be used 

to trace human ancestral history prior to that time.  Therefore, any prehistoric concentrations of E-M78 

represent a potential prehistoric “point of origin” or at least a point on a potential route of dispersal 

between the “homeland” and Ireland … and points beyond.  “Homeland” is used advisedly here.  It 

represents only the location where the haplotype now common among male Sinnotts first occurred, based 

on known dispersal from Africa and the Near East after the continental glaciers retreated following the 

last major ice age. 

The predominant E-M78 haplotype found in Europe ultimately derives from northeastern Africa (Cruciani 

et al. 2007, Oppenheimer 2012).  However, a derivative variant of the haplotype, best defined by a unique 

SNP mutation,E-V13, is nearly specific to Europe and the Levant.  It is the only subgroup of the E 

haplotype that has no significant representation in Africa (Cruciani et al. 2007).  Several researchers have 

argued that the E-V13 haplogroup originated in the Balkans, where the highest rate is in Albania (30-40% 

of males), or possibly Greece, Anatolia, or the Near East.  Two methods have dated the rise of the E-V13 

haplogroup in the Balkans to approximately 4,000 to 4,700 years ago (Cruciani et al. 2007). 

With increasing sample sizes and increasingly sophisticated investigative tools, it‟s only human nature to 

try to understand the mysteries of our origins.  Nevertheless, the tools and established facts of science 

often lag behind the imagination of researchers and other interested parties.  People who are trying to 

understand and explain how, for example, the E-M78 haplotype arrived in Great Britain and Ireland have 

developed several interesting hypotheses, based on available archaeological, historical and genetic 

information. 



 

Attempting to explain how males carrying the E-M78 haplotype might have migrated from east to west 

across Europe, Stephen Oppenheimer focused on “hotspots” of prehistoric evidence along the north coast 

of the Mediterranean Sea and in northern Wales (Oppenheimer 2012). 

E-V13 is found at low rates in north central Europe; thus, Oppenheimer has developed an hypothesis to 

explaina “hotspot” for the haplotype in north Wales.  That cluster appears to date from about 4,500 years 

ago.  Oppenheimer argues that the so-called “founding event” in north Wales corresponds with the oldest 

radiocarbon date for the nearby prehistoric copper mine at Great Orme‟s Head, Llandudno.  Oppenheimer 

suggests that the most likely geographic link between several concentrations of the haplotype (in the 

Balkans, southern Italy, southeastern France, western Iberia, Wales) implies a focused migration of 

specialist copper miners using sea routes. 

Copper, of course, was one of the most valuable metals during that age due to the development of bronze 

technology about 5,000 years ago.  The Great Orme mines were a center of large-scale human activity 

beginning around 4,000 years ago. The mines were most productive between about 3,700 and 3,400 years 

ago, so productive that other British copper mines closed because they couldn‟t compete (Wikipedia 

2020a).These dates appear to be a little late to match the expansion of E-V13 into western Europe, but are 

possibly within the relatively large margin of error (Cruciani et al. 2007). 

Other researchers have concocted hypotheses to explain the presence of E-M78 in the British Isles.  There 

seems to be no disagreement that the largest concentration of modern and prehistoric evidence of E-M78 

is found in the Balkans.  The haplotype is relatively uncommon in Europe outside of the Balkans.  

However, a “lobe” of E-V13 extends northwestward from the Balkans along the Danube valley as far as 

Belgium (Cruciani et al. 2007).  In this “lobe” there are higher frequencies of the E-V13 haplogroup than 

have been found elsewhere in western continental Europe.  The lobe could represent an extension of 

people employing early farming innovations or other technologies passing through the Balkans into 

western Europe.  E-M35 – the parent group of E-M78 and E-V13 – is one of the haplogroups often cited 

as a tracer for the spread of farmers from the Middle East during the Neolithic. 

Oppenheimer cites historical records (from Julius Caesar, no less!) that the tribes of England south of the 

Thames all had Belgic names and affiliations.  Caesar believed that these tribes had supplanted an earlier 

British population, which had retreated farther inland (Oppenheimer 2006).  That could be another 

episode where significant, albeit still low, frequencies of the E-V13 haplotype were introduced into 

England, from the tip of the “lobe” as it were. 

One popular hypothesis attempts to explain how the E-M78 haplotype became established in the British 

Isles in historic times (Bird 2007).  The Romans invaded Britain and Wales beginning in 43 CE and 

remained for over three centuries.  Most Roman legions were not comprised of Romans.  Many legions 

were raised in the Balkans, for instance, and some of these units brought thousands of Balkan males into 

Britain (Bird 2007).  Legions also comprised men from northern and southern Italy where slightly higher 

concentrations of E-M78 are found today.  At least some of the E-M78 haplotype found in Britain today 

probably came from these soldiers, or even non-Roman citizens or slaves.  Soldiers, particularly those 

with British and Welsh wives and children, often remained near the detachments when they retired from 

the army (Bird 2007).  Wales supposedly served as a refuge for many of these Romano-British people 

who fled the Anglo-Saxon invaders (Hay 2015).  

Balkan legions and auxiliary units were stationed in Gaul – including what is now France, western 

Germany and Belgium – and the male offspring of those men could also have emigrated to Britain or 

Wales with the haplotype.  Another possible vector runs through the cities and towns established by 

Romans in Britain.  By the end of the 4
th
 century England had an estimated 3.6 million inhabitants and 

240,000 of them lived in urban areas, including 60,000 in Londinium alone (Wikipedia 2020c).  

Londinium and other Roman urban centers were ethnically diverse, with inhabitants coming from as far 

away the Middle East and North Africa.  Certainly some of the males carried the E-V13 haplotype. 



 

Bird (2007) takes exception to an Oppenheimer hypothesis that the E-V13 haplogroup arrived in the 

British Isles during the Neolithic, primarily because he believes that was too early for the haplogroup to 

have spread throughout its homeland in the Balkans and it is almost unknown in Irish males with Celtic 

surnames (i.e., pre-invasion).  He believes archaeological and historical information support his Roman 

hypothesis.  Historical documents indicate Balkan legions occupied several of the areas in Britain and 

Wales where the E-V13 haplotype is still at its highest frequencies.  Archaeological fieldwork has 

discovered many “Roman” farms in north Wales (Bird 2007).  The county in north Wales with the highest 

frequency of E-V13 in the British Isles (8-9%, Bird 2007) is a little east of the Great Orme mines.  

However, the town of Abergele, Clwyd, which was considered to be the locus of the E-V13 haplogroup 

that was central to Oppenheimer‟s hypothesis regarding Bronze Age copper miners, was actually much 

closer to a Roman settlement than to the mines (Bird 2007).   

Today the E1b haplogroup (presumably E-M35, which would probably become E-M78 with further 

testing) includes about 4% of males in Wales, 2% in Britain and Ireland and 1.5% in Scotland.  Relative 

concentrations of frequencies are not uniform, however.  The haplotype is found less frequently than 

“average” in males from Cornwall, Devon and Northeast England (1.5%) and western Scotland (1.5%).  It 

is more frequent in Cumbria (6%), the East Midlands (4.5%), southeast England (3.5%) and southern 

Scotland (3.5%) (Hay 2015).Population clusters of E-M35 were also mapped by Bird (2007, Fig. 3), 

where they show much the same pattern.   

Any of the aforementioned hypotheses, if true, might have led to a British ancestor who somehow found 

himself in Wales with well-placed relatives (e.g., the Roches) in time to participate in the 12
th
 century 

Cambro-Norman invasion of Ireland.  But the Sinnott DNA may have arrived in Britain or Wales much 

later than the Bronze Age or Roman occupation and the bearer may not have considered himself British. 

The Norman invasion of England in 1066, for example, probably resulted in another significant influx of 

the E-V13 haplotype.  The “lobe” of slightly higher frequencies of prehistoric E-V13 reached across 

Europe to Flanders.  William the Conqueror had married Princess Matilda, the daughter of the Count of 

Flanders.  Her influence brought many Flemish allies and mercenaries into William‟s army.  Many of the 

Flemings that remained in England after the Conquest were dispatched to Wales. 

Some regions of France also have relatively high frequencies of E1b1b (presumably E-M35); however, 

these regions – around Paris(Île-de-France, 20.5%), along the Mediterranean coast, and the eastern border 

(Hay 2017) – are not likely sources for Norman soldiers. 

Another significant influx of the E-V13 haplogroup, also from Flanders, may have arrived in Wales just 

in time for the invasion of Ireland in 1169.  After a series of severe coastal floods beginning in about 

1107, King Henry I agreed to allow Flemings to settle in parts of England (Oksanen 2012, Chamson 

2014).  These Flemings naturally gravitated to existing Flemish settlements dating back to the Conquest.  

After a number of xenophobic interactions, Henry relocated many of the new arrivals to the large Fleming 

settlement in southwestern Wales from which Strongbow organized and ultimately led the invasion of 

Ireland.  Former Flemish archers and their leaders accompanied that invasion.   

These competing hypotheses are highly speculative and preliminary.  It remains to be seen whether the 

haplotype common to male Sinnotts arrived in England during the Bronze Age, the prehistoric incursions 

by tribes from Belgium, the Roman occupation, the Norman Conquest, after a series of Flanders floods or 

some much less epic movement, perhaps unrelated to these events, of a single male, family or band from 

the continent to England or Wales. 

Any of these prehistoric and historic events could have brought the E-V13 haplotype to Britain or Wales 

and, from there, to County Wexford, Ireland.  The invaders were a diverse lot.  The earliest colonists were 

mostly of French and English origin, but they included some Welsh and Flemings as well (Colfer 2002).  

DNA is our best hope for revealing which of these populations the Sinnotts came from. 
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DNA testing 

Update on Y-DNA testing as at 16 Mar 2020 – 2 pages 

Several new tests and upgrades to Big-Y testing at familytreeDNA.com have occurred since this 

chapter was prepared in 2019.  These advances should be borne in mind when reading the remainder 

of the chapter. 

Below is the current state of the Block Tree on familytreeDNA.  The following page attempts to 

explain the chart. 
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There are now 6 Big-Y test results, spread over 3 haplogroups: 

E-BY207400 

Rex Sinnott – descendant of Robert Sinnott of Bunarge (born abt 1709) 

John Sennott - (descendant of John Joseph Sennott (born1773 Enniscorthy) 

David Wayne Synnott – descendant of David John Sinnott of Newfoundland (born 1851-1855) 

E-BY207049 

David James Pierce Synnott (descendant of the Furness Synnott family) 

David Ballantyne Synnott (descendant of the Ballymoyer Synnot family) 

E-BY182564 

James Edward Sinnett - descendant of Patrick Sinnett of West Virginia, born 1752) 

These results appear to mean that James Edward Sinnett had a common ancestor further back than the 

rest, and that E-BY207400 (Rex, John and David Wayne) is a more recent branch than David B and 

David J.P. Synnott. 
 

An email by Corinne Curtis, administrator of the Sennett project on familytreeDNA, on 14 Mar 2020 

to David W. Sinnott, Rex Sinnott and the manager of James Edward Sinnett‟s account provides 

further explanation: 

 

„You may have noticed that your BigY tests have been reviewed and a new haplogroup assigned one 

step different from your previous haplogroup assignment.  With this new haplogroup E-BY207400 

being placed to the left of E-BY207049, it is showing as being downstream (i.e. a more recent 

branch), which also means that the common ancestor of your three family groups also shares a 

common ancestor with the E-BY207049 group. 

Your group still has an average of four unnamed "private" variants, which means that there is still an 

average of four more levels of genetic branching for each of your family groups to take you to present 

day. 

One way you can help identify these branches is to get another close relative to also test to BigY 

level, so that your terminal SNP (your family identifier) and any intermediate SNPs (representing 

branching between E-BY207400 and your terminal SNP) can be identified.  If you have a potential 

elderly relative for this test, it would make sense to lodge a sample with familytreeDNA as soon as 

you can by way of an initial Y37 test that can be upgraded later to BigY. 

At the moment my estimation of the timeframe to your group's most recent common ancestor would 

put it somewhere between about 1450 and 1580 AD, which fits quite nicely with the common 

ancestor of the next group up (E-BY207049) being thought to be John Synnot of Ballytramon (one 

line arising from his son Pierce, and the other from son Walter who died in 1529).‟ 
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DNA testing 

DNA testing is a recent addition to the range of research techniques available to family history 

researchers.  Of particular interest to the Synnott story is Y-DNA testing, which traces male lineage.  

DNA testing technology is improving at a rapid pace.  The following notes are current as of August 

2019, but should be considered subject to change at any time.  

This explanation of DNA testing is based on an article at the Irish Genealogy Toolkit website
1
:  

 ‘Types of DNA test suitable for genealogy research 

There are several types of DNA test. This is often a surprise to the novice, probably because the 

media tends to use the term 'dna test' rather freely and generically, so it's easy to make the assumption 

that there is just the one, definitive, test. 

In fact there are many kinds of DNA test. For the purposes of genealogy, however, where we can 

ignore those methods of testing designed for gathering criminal (forensic) evidence or the study of 

genetic (medical) conditions, there are currently just three. The main features and results of these 

different 'genealogy tests' are examined briefly below. 

This summary is intended to provide an overview of current DNA testing options.  

The Y-DNA test 

For reasons that soon become obvious, Y-Line or Y-DNA testing is one of the most popular types of 

DNA tests for genealogy research. The test tracks the Y-chromosome, which is passed down the 

generations from father to son. 

Woman don't have a Y-chromosome so they cannot take this test (although a woman who wants to 

explore her paternal genealogy can simply ask her father, brother, paternal uncle or his son to take a 

test). 

What is special about the Y-chromosome is its continuity down the generations, along with the 

surname of the paternal line. And this is why Y-DNA testing and genealogical surname studies are a 

perfect marriage. 

When the DNA is sampled by the testing lab, tiny chemical markers on the chromosome create a 

distinctive pattern. This pattern is known as a haplotype, and it distinguishes one male line from 

another. If the haplotype is shared with another individual, it can indicate that the two have a common 

ancestor. 

It does not, however, confirm which ancestor, nor the exact degree of the relationship. 

The mtDNA test 

Mitochondrial DNA is usually abbreviated to mtDNA but these types of DNA test are often referred 

to as Deep Ancestry Tests. 

An mtDNA analysis is used to trace the maternal line because this type of DNA is passed only from 

mother to child. (A man cannot pass on mtDNA to his children.) 

mtDNA is passed intact, ie without any mixing, so if two people find an exact match, it indicates they 

share a common ancestor. 

What cannot be determined, however, is whether that common ancestor was a recent one, or many, 

many centuries and generations back. For this reason, and the fact that women's names traditionally 

change with each generation (when they adopt their husband's family name), mtDNA testing isn't 

usually used to see if people are related to one another or to find common ancestors. 

While it hasn't, therefore, been much used for family history purposes, recent scientific discoveries 

suggest this may be about to change. 

 

                                                      
1 https://www.irish-genealogy-toolkit.com/types-of-dna-test.html 

https://www.irish-genealogy-toolkit.com/types-of-dna-test.html
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Autosomal DNA Testing 

Autosomal DNA is usually abbreviated to atDNA. Testing of atDNA is carried out on the 'numbered' 

chromosomes (each person has 22 pairs of these), rather than the two sex chromosomes X & Y (each 

person has a pair of just one of these). About 50% of your autosomal DNA is inherited from each of 

your parents, so testing reports on your combined ancestry from both of them. 

One of the reasons autosomal DNA testing has become so popular among consumers since its 

introduction around 10 years ago is that these types of DNA tests can reveal a person's DNA heritage. 

Testing companies have created, and continue to refine, typical atDNA profiles found in individuals 

in countries and regions around the world, and so test results identify the population groups with 

whom a person shares a proportion of their atDNA. 

If you've always wanted to know whether you have Irish, French, Scandinavian, Native American 

heritage, autosomal DNA testing could help. 

Discovering your ethnic breakdown is one reason for family historians to take this type of test. 

Another is 'genetic cousin matching', where your test results can match those of fellow descendants of 

your ancestors.‟There are many books, articles and websites which explain how DNA testing can help 

with genealogical research. 

This information on Y-DNA STR (short tandem repeat) testing is from the wiki on the website of the 

International Society of Genetic Genealogy at: http://isogg.org/wiki/Surname_DNA_projects: 

Because surnames are passed down from father to son in many cultures, and the Y chromosome is passed 

from father to son with a predictable rate of mutation, people with the same surname can use genealogical 

DNA testing to determine if they share a common ancestor within a genealogical timeframe. 

When two males share a surname, a test of their Y-chromosome markers will determine either that they are 

not related, or that they are related. If they are related, the number of markers tested and the number of 

matches at those markers determines the range of generations until their most recent common ancestor 
(MRCA). If the two tests match on 37/37 markers, there is a 50% probability that the MRCA was fewer 

than five generations ago and a 90% probability that the MRCA was fewer than 17 generations ago. 

The ISOGG site has much more information on DNA, which can be accessed from the link 

above or from the home page at https://isogg.org/ . 

Other useful sites are eupedia at https://www.eupedia.com/ (referred to below) and FamilytreeDNA 

which provides basic information on Y-DNA testing, with a focus on its own tests, at 

https://www.familytreedna.com/products/y-dna, and information on SNP testing in the Frequently 

Asked Questions
2
. 

Y-DNA testing 

The first step in DNA testing is an analysis of STRs (short tandem repeats) of areas of the 

DNA that are most likely to show small changes over generations - the "mutations" that 

happen every few generations and can indicate a branching of the genetic tree.  To really look 

in detail at tree branching, and be able to put useful time frames on common ancestry (that 

would help link families), SNP testing (Single Nucleotide Polymorphisms) is also needed. 

The main focus of DNA research into the Synnott family is the Sennett project at FamilytreeDNA, 

one of the major DNA testing companies.  The project administrator is Corinne Curtis. 

There is a range of Y-chromosome DNA STR (short tandem repeat) tests available at 

FamilytreeDNA: Y-DNA12, Y-DNA25, Y-DNA37, Y-DNA67 and Y-DNA111.  These tests cost 

more, and give more refined results, as the number of markers increases.  The DNA-37 test appears to 

be the minimum to give meaningful results.  

                                                      
2 https://www.familytreedna.com/learn/page/2/?s=SNP 

http://isogg.org/wiki/Surname_DNA_projects
http://isogg.org/wiki/Match
http://isogg.org/wiki/Most_recent_common_ancestor
https://isogg.org/
https://www.eupedia.com/
https://www.familytreedna.com/products/y-dna
https://www.familytreedna.com/learn/page/2/?s=SNP
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Y-DNA STR testing 

It appears, from STR test results, that all members of the FamilytreeDNA Sennett project with 

the same broad E haplogroup do actually match at a level which indicates a common ancestry, 

which in turn points to a single surname origin (at least for those of Irish ancestry, who have 

the E genetic group).   The E haplogroup is a relatively rare genetic group and quite different 

from the one that represents about 85 percent of Irish men of all surnames, which is believed 

to date back to about 400 AD in Ireland.  So not having the more common "Irish" DNA R-

M269 fits well with the expected 12th century arrival of the surname in Ireland. 

There are Sennett project members who have tested as having other haplogroups, however 

these appear to be random results, with none of these having significant matches to each other 

or others of the same surname or forming into the kind of grouping that would indicate a 

separate origin of the surname.  These may represent a male ancestor inheriting his DNA from 

an unknown male (a "not expected paternity"), or the Sinnott/Synnott surname taken from a 

female line, or some other change of surname in the past. 

Surnames did not come into common use until around the time that the Synnotts arrived in 

Ireland.  Although the common Synnott subclade may eventually be tracked to Wales, 

England, Flanders or even the Balkans, it is increasingly unlikely, as Y-DNA testing goes 

further back in time beyond England or Wales, that the common Synnott ancestor will bear the 

name Synnott or any earlier version of that surname. 

Rex Sinnott’s Y-DNA test 

I ordered a kit for 3 DNA tests from https://www.familytreedna.com/ on 31 Mar 2014 for the 3 major 

tests (note - only Y-DNA is considered below): 

Familyfinder
3
 

mtDNAplus
4
  

Y-DNA37 

The Y-DNA37 test results were provided on 20 Jun 2014.   I ordered an upgrade to Y-DNA67 on 22 

Jun 2017, and the test was completed on 18 Jul 2017
5
.  Testing was done on the original sample that I 

provided to FamilyTreeDNA.  As a result, my predicted haplogroup is E.  A haplogroup is a major 

branch on either the maternal or paternal tree of humankind. Haplogroups are associated with early 

human migrations. Today these can be associated with a geographic region or regions. 

Haplogroup E is an African lineage. It is currently believed that this haplogroup dispersed south from 

northern Africa with the Bantu agricultural expansion. E is a diverse haplogroup with many branches 

and is found distributed throughout Africa today. It is also found at a very low frequency in North 

Africa and the Middle East.
6
  E is also the most common lineage among African Americans. 

FamilytreeDNA has advised of 9 matches to Rex‟s Y-67 test results to date (Jul 2019).  There are 3 at 

genetic distance 5, 2 at distance 6 and 4 at genetic distance 7.  Of these 9, there are 6 recognisable 

surnames: Synnott (1), Sinnott (3), Sinnett (1) and Sennett (1).  Genetic distance is the total number 

of differences or mutations between two sets of results – explained more fully in the chart below. 

The significance of this result is that the 9 men who tested are linked genetically, even though the 

common ancestor is an unknown number of generations in the past. 

  

                                                      
3 Also known as „autosomal‟ – good for finding relatives on all ancestral branches, but only about 5 generations back 
4 the female ancestral line i.e. mother, maternal grandmother, etc 
5 A further upgrade, to the Big Y-500, was received on 29 Aug 2018.  This is discussed below. 
6 familytreedna.com 

https://www.familytreedna.com/
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https://www.familytreedna.com/ Frequently Asked Questions: 

 

Note: testing at other STR marker levels (12, 37, 111) may give different results, with the higher the 

number the more reliable the results.  



 

13 

 

Synnott family branches 

Currently, there are 3 known branches of the main Synnott family tree of County Wexford with living 

descendants.  They are the subjects of Parts 3, 4 and 5 of this book, and are described here as Furness, 

USA and Ballymoyer.  

Furness 

Furness descendants can trace their ancestry back through Nicholas of Clongeen (died abt 1690) to 

John Synot of Ballytramon, whose son Walter died in 1529.  One descendant has taken the Y-DNA67 

test at familytreeDNA. 

Ballymoyer 

Sir Walter Synnot purchased the Ballymoyer estate in County Armagh, and the Ballymoyer Synnots 

descend from him.  Their lineage indicates that their common ancestor with the Synnotts of Furness 

was the same John Synot of Ballytramon. 

There are 3 descendants of the Ballymoyer Synnots who have taken Y-DNA tests with 

familytreeDNA.  All took the Y-DNA37 test. 

Between John Synot of Ballytramon and the generation which took the DNA tests, there are 11 

generations (Furness) and 14-15 generations (Ballymoyer), the difference being due to the Furness 

males having children later in life. 

For all of the other members of the Sennett Project on familytreeDNA, the link to the same family tree 

as the Furness and Ballymoyer members is currently only known by DNA analysis, as no other form 

of evidence has been found. 

USA 

As for the Furness and Ballymoyer branches, the Synnott branch in the USA has John Synot of 

Ballytramon as a common ancestor.  They descend from Martin Synnott (1775-1812) who emigrated 

to the USA.  No member of this branch has, as yet, taken a Y-DNA test with FamilytreeDNA. 

Set out below are 2 tables showing comparisons of the results for the 15 participants who have tested 

at familytreeDNA and who participate in the Sennett project. 
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Genetic distance 

When talking about two or more Y-chromosome STR (short tandem repeat) haplotypes, genetic distance is the total number of differences or mutations between two sets of 

results. In general, it is found by summing the differences between each STR marker.  This means that for a Y-DNA37 profile, the genetic distance would be the number of 

differences over the 37 markers between two people, and the other markers would all match.  For instance, in the first row, comparing N40979 and 122542, the genetic 

distance is 4, meaning that 4 markers do not match, and the other 33 markers do match. 

Matches by Genetic Distance at 37 marker level 

             FTDNA Kit number N40979 122542 310938 341318 336511 416034 440077 480049 511461 555516 635970 656941 555482 721657 379098 

                N40979 
 

4 x x 4 2 2 3 x 0 3 4 0 1 x 

122542 4 
 

3 3 4 2 2 2 x 4 1 2 4 4 x 

310938 x 3 
 

4 x 3 3 3 x x 2 3 x x 4 

341318 x 3 4 
 

x 3 3 3 x x 2 1 x x x 

336511 4 4 x x 
 

2 2 3 x 4 3 4 4 x 3 

416034 2 2 3 3 2 
 

0 1 4 2 1 2 2 3 3 

440077 2 2 3 3 2 0 
 

1 4 2 1 2 2 3 3 

480049 3 2 3 3 3 1 1 
 

x 3 1 2 3 2 4 

511461 x x x x x 4 4 X 
 

x x x x x x 

555516 0 4 x x 4 2 2 3 x 
 

3 4 0 1 x 

635970 3 1 2 2 3 1 1 1 x 3 
 

1 3 3 4 

656941 4 2 3 1 4 2 2 2 x 4 1 
 

4 4 x 

555482 0 4 x x 4 2 2 3 x 0 3 4 
 

1 x 

721657 1 4 x x x 3 3 2 x 1 3 4 1 
 

x 

379098 x x 4 x 3 3 3 4 x x 4 x x x 
 

                

 
x - no match at this level 

             

Genetic Distance Report table prepared by Corinne Curtis, Administrator of the Sennett Project on familytreeDNA, and included here with her kind permission.
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Y-DNA SNP testing - determining the haplogroup 

Y-chromosome DNA (Y-DNA) haplogroups are determined by single-nucleotide polymorphism (SNP) tests.  

SNPs are locations on the DNA where one nucleotide has "mutated" or "switched" to a different nucleotide.
7
 

Initially, the test available from FamilytreeDNA was Big Y-500; it is now Big Y-700.  SNP testing (as done in a 

Big-Y test) is much better at showing the detail and the sequence of the unique changes in DNA as it is inherited 

through the generations, and when more than one Big-Y test is available, and tests are compared, it can greatly 

increase the chances of narrowing the time frame for common ancestors, as well as identifying the unique markers 

that indicate each branching of a family line. At present there are 2 Big-Y tests in the Sennett group, Rex Sinnott 

and a descendant of Patrick Sinnett born 1752. 

As a result of the 2 Big Y-500 tests, the confirmed Synnott/Sinnott haplogroup is E-BY182564, a subclade 

(subgroup) of haplogroup E. 

The Balkans 

With the Big-Y tests producing so much more information, it is now possible to develop the E haplotree in much 

more detail.  On FamilytreeDNA, there is a haplogroup-based Project with the rather unwieldy title of "E-V13 

(E1b1b1a1b1a) Balkan/Swiss/UK" which is doing much more detailed analysis of how the E haplogroup tree has 

formed, and how, when, and where the branching has happened to take the genetic origins from possibly Balkan 

to, for example, the unique Sinnott/Synnott branch that ended up in Ireland. 

In May 2019, the administrator of the Sennett Project on FamilytreeDNA was contacted by Emil Enchev, the 

group administrator of Central Balkan Mountains DNA Project.  He advised that the test result of a kit for his 

cousin, together with 2 kit test results for members of the Sennett Project, had formed a new branch in the 

haplotree.  These 2 kits were: 

Robert Sinnot b. abt 1709, Ireland (test taken by Rex Sinnott); and 

Patrick Sinnett b. 1752 Ireland. 

Emil‟s conclusion was that Robert Sinnot and Patrick Sinnett had a common male ancestor with his own great 

grandfather‟s line.   

In August 2019, Emil Enchev wrote to Rex Sinnott, in response to a request for information: 

„Our common mutation E-BY183690 is currently dated 3400 years before present. 

That puts our common ancestor sometime at the very end of the Bronze age and the beginning of the Iron age. Of 

course this dating can be corrected if we have more BigY results in the future. 

The positive results under E-Y145455 are not so many either. We have a guy from Poland and a guy from 

Ukraine, also a guy from Netherlands and two guys from England, also a Romanian and a guy from Liechtenstein.  

However all of them are negative to our common BY183690. 

Regarding my result the oldest known ancestor lived around 1700 in Central Bulgaria and was Bulgarian. 

At this point it is quite difficult to make any conclusions.  

We can speculate of course that during the times of the Roman Empire it was a Thracian line which migrated  

from the Balkans to western Europe and at some point settled in Flandria, however these migrations could have 

occurred much earlier and there is no certainty about it. 

I am even hesitant to speculate that this is a line from the Balkans. Could be Central European, which have split 

into Western European and Eastern European branches. 

Hopefully soon there will be more positive results under E-BY183690, which will give us some more clues 

about the origin and migration roots of our ancestors.‟ 

There is clearly much more to learn about the origins and movements of the Synnott clan over historical time 

periods, in particular to trace from the Balkans to Flanders to Wales, if this was indeed the route taken before  

eventually settling in Ireland. 

The website eupedia.com has much information on the E-V13 haplogroup, of which E-BY182564 is a subclade, 

e.g. from https://www.eupedia.com/europe/Haplogroup_E1b1b_Y-DNA.shtml#V13_subclades : 

For many years the vast majority of academics have assumed that E-V13 and other E1b1b lineages came to the 

Balkans from the southern Levant via Anatolia during the Neolithic, and that the high frequency of E-V13 was caused 

by a founder effect among the colonisers. This theory has it that E1b1b people were associated with the development 

                                                      
7 https://isogg.org/wiki/Haplogroup 

https://isogg.org/wiki/Single-nucleotide_polymorphism
https://isogg.org/wiki/Base_pair
https://www.yfull.com/tree/E-BY183690/
https://www.yfull.com/tree/E-BY183690/
https://www.eupedia.com/europe/Haplogroup_E1b1b_Y-DNA.shtml#V13_subclades
https://isogg.org/wiki/Haplogroup
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of Neolithic lifestyle and the advent of agriculture in the Fertile Crescent and its earliest diffusion to Southeast Europe 

(Thessalian Neolithic) and Mediterranean Europe (Cardium Pottery culture). 

and 

In fact, it has been calculated that E-V13 emerged from E-M78 some 7,800 years ago, when Neolithic farmers were 

advancing into the Balkans and the Danubian basin. 

SNP testing is a very fast-developing area of genealogical research, and as more people take the Big-Y test, even 

more detail of the Irish Synnott/Sinnott origins will be revealed. 

Readers interested in learning more should consult Part 1 chapter 5 of this book or the genetics section of the 

eupedia.com website at https://www.eupedia.com/genetics/ which has a great deal of useful information on Y-

DNA testing, including E-V13 and its subclades.  A selection of diagrams from eupedia.com is on the 2 following 

pages. 

 

  

Source: https://www.eupedia.com (except the red ovals).  Only the most commonly used SNPs are shown. 

Distribution of haplogroup E-V13 in Europe, the Middle East & North Africa 

https://en.wikipedia.org/wiki/Cardium_Pottery
https://www.eupedia.com/genetics/
https://www.eupedia.com/
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Source: https://www.eupedia.com.   

Note that the 5-10% lobe reaches central Flanders i.e Belgium, a possible Synnott origin. 

 

 

The 2 phylogenetic trees below show how fast the knowledge and understanding of the branching of the E 

tree is increasing.  Note that the second tree extends from V13 only as far as Y145455 (listed as Sweden, Italy 

and Jordan) which is several levels above BY182564, the current terminal subclade for Sennett project 

members. 
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Source of this and the previous diagram: https://www.eupedia.com (except the red ovals).  Only the most 

commonly used SNPs are shown.   

 

https://www.eupedia.com/
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SNP Tracker 

A very useful tool to show the historic paths and timelines is Rob Spencer‟s SNP Tracker at: http://scaledinnovation.com/gg/snpTracker.html 

The results for E-BY182564 are shown below in diagrams from the website.  There is a huge gap in the timescale from E-BY182564 in Ireland (from 12
th
 century onwards) 

back to the preceding haplogroup E-Z5018, which is dated around 4000 years before present (about 2100 BC) and appears to be in northern Italy.  The location of the Synnott 

ancestral line immediately prior to Ireland is generally taken to be Wales, preceded by Flanders, but the SNP Tracker does not show any entries for this period. 

 

 

 

 

 

 

http://scaledinnovation.com/gg/snpTracker.html
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